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Abstract	 The liverwort Marchantia polymorpha L. is an important model species for investigating land plant evolution. 
Effective genetic transformation techniques are crucial for plant molecular biology and simplified or improved techniques 
for specific cultivars or strains can accelerate research. Over the past several years, we developed a simple Agrobacterium-
mediated transformation technique for M. polymorpha named AgarTrap (Agar-utilized transformation with pouring 
solutions). AgarTrap is an easy technique that involves pouring the appropriate solutions onto plant materials on a single 
solid plate of medium. We recently improved AgarTrap using gemmalings (G-AgarTrap) of the M. polymorpha female 
model strain BC3-38 and achieved a transformation efficiency of nearly 100%. Based on this improved technique, in the 
current study, we adopted two factors (sealing the Petri dish with Parafilm and dark treatment during co-cultivation) and 
optimized two factors (Agrobacterium strain and pre-culture period) of the improved G-AgarTrap for other model strains of 
M. polymorpha, the male strain Takaragaike-1 (Tak-1) and the female strain Takaragaike-2 (Tak-2). After optimization, the 
transformation efficiency of Tak-1 using G-AgarTrap was as high as 55% compared to approximately 30% using the previous 
protocol. Furthermore, using Tak-2, we achieved a transformation efficiency of nearly 100%. Our improved G-AgarTrap 
technique for Tak-1 and Tak-2 represents a promising tool for promoting the study of Marchantia.
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The dioecious liverwort Marchantia polymorpha is a 
model species used to study land plant evolution, as it 
belongs to the bryophytes, the basal group of all land 
plants (Bowman et al. 2016; Puttick et al. 2018; Qiu et 
al. 2006; Wickett et al. 2014). Much is known about the 
taxonomy, development, physiology, and genetics of 
M. polymorpha (Bowman 2016; Bowman et al. 2016). 
Genomic analysis of this species has recently advanced 
substantially, as its whole genome sequence was 
completed in 2017 (Bowman et al. 2017). To date, various 
molecular techniques including transformation and 
genome editing methods have been established to study 
M. polymorpha (Ishizaki et al. 2016). Especially, because 
genetic transformation techniques are necessary for 
molecular analysis, several transformation methods such 
as Agrobacterium- and particle bombardment-mediated 
methods for M. polymorpha were developed (Chiyoda et 
al. 2008; Ishizaki et al. 2008; Kubota et al. 2013; Nasu et 
al. 1997; Takenaka et al. 2000).

Over the past several years, to promote the study of 
M. polymorpha, we developed AgarTrap (Agar-utilized 
transformation with pouring solutions), a simplified 
Agrobacterium-mediated transformation method for 

M. polymorpha (Tsuboyama and Kodama 2014). The 
basic operation of AgarTrap simply involves pouring 
the appropriate solutions onto plant materials on solid 
medium. First, M. polymorpha tissues are plated onto 
solid medium. Second, transformation buffer, containing 
Agrobacterium, is poured onto the tissues on the solid 
medium. Finally, selection buffer containing antibiotics 
is poured onto the solid medium (Tsuboyama and 
Kodama 2014). To date, we have developed three types 
of AgarTrap methods using M. polymorpha sporelings 
(S-AgarTrap), intact gemmae/gemmalings (G-AgarTrap), 
and mature thallus pieces (T-AgarTrap) (Tsuboyama 
and Kodama 2014; Tsuboyama-Tanaka and Kodama 
2015; Tsuboyama-Tanaka et al. 2015). Among these, 
G-AgarTrap appears to be the most useful. G-AgarTrap 
can be used to produce many transformants with 
a uniform genetic background, since each gemma 
originates from a single cell in a gemma cup on a 
mature thallus (Barnes and Land 1908; Kato et al. 2017; 
Shimamura 2016).

In our previous study using G-AgarTrap, however, the 
transformation efficiency was low; the transformation 
efficiency of male strain Tak-1 was approximately 30% 
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and that of female strain BC3-38, which was produced by 
three-time backcross with Tak-1, was approximately 60% 
(Ishizaki et al. 2008; Tsuboyama-Tanaka and Kodama 
2015). Therefore, we recently improved G-AgarTrap 
using the BC3-38 strain and achieved a transformation 
efficiency of almost 100% (Tsuboyama et al. 2018). 
In the current study, we adopted these improvements 
(sealing the Petri dish with Parafilm and dark treatment 
during co-cultivation) and optimized two factors, the 
Agrobacterium strain used and the pre-culture period of 
gemmalings, for the M. polymorpha model strains Tak-1 
(male strain) and Tak-2 (female strain). Note that Tak-2 
strain had not previously been tested with the AgarTrap 
method (Tsuboyama-Tanaka and Kodama 2015).

To optimize the G-AgarTrap method for Tak-1 
and Tak-2, we used gemmae obtained from 1-month-
old M. polymorpha strain Tak-1 and Tak-2 thalli that 
had been maintained in a culture room at 22°C in 
75 µmol photons m−2 s−1 continuous white light from 
florescent tube bulbs on half-strength Gamborg’s B5 
(1/2 B5) medium with 1% agar, pH 5.5 (Gamborg et 
al. 1968; Tsuboyama and Kodama 2018). To identify 
the transformants, we used Agrobacterium harboring 
the pMpGWB103-Citrine vector encoding Citrine 
yellow fluorescent protein (Citrine) and hygromycin B 
phosphotransferase (HPT) (Tsuboyama and Kodama 
2014). The pMpGWB103 is a Gateway binary vector for 
M. polymorpha, in which a promoter of ELONGATION 
FACTOR1α of M. polymorpha is located at the 
upstream of the Gateway cassette and a HPT gene is 
driven by double enhancer version of cauliflower 
mosaic virus 35S promoter (Ishizaki et al. 2015). 
Transformed cells appeared greenish-yellow (Citrine 
fluorescence), and non-transformed cells appeared red 
(chlorophyll fluorescence) under a MZ16F fluorescence 
stereomicroscope (Leica Microsystems, Wetzlar, 
Germany). Percentages of transformed gemmalings in 
the gemmalings examined are shown as transformation 
efficiency in Figures 1–3. To calculate the transformation 
efficiency, transformants were counted at least 2 weeks 
after selection to avoid counting transiently transformed 
gemmalings as positive transformants (Tsuboyama-
Tanaka and Kodama 2015).

To prepare the materials for AgarTrap, Agrobacterium 
cells that had been stored in 30% glycerol at −80°C 
were streaked onto LB solid medium and incubated at 
28°C for 2–3 days. The G-AgarTrap procedure was 
performed using the three steps described below. We 
recently presented more detailed protocols for AgarTrap 
describing the specific operations and post-AgarTrap 
procedure (Tsuboyama and Kodama 2018). Briefly, 
the steps are as follows: (1) Pre-culture step: gemmae 
are plated onto 10 ml solid medium containing 1/2 B5 
supplemented with 1% sucrose and 1% agar and cultured 
for a few days under continuous light. (2) Co-culture 

step: transformation buffer (10 mM MgCl2; 10 mM MES-
NaOH, pH 5.7; 150 µM acetosyringone; Agrobacterium 
OD600=0.5) is poured onto the gemmalings, and 
excess buffer is removed with an aspirator after 1 min. 
Based on our previous study, the gemmalings are 
cultured for 2 days in a Parafilm-sealed Petri dish in 
the dark (Tsuboyama et al. 2018). (3) Selection step: 
the gemmalings and surface of the solid medium are 
washed twice with sterile water, and 1 ml selection buffer 
(100 µg ml−1 hygromycin B and 1 mg ml−1 Claforan) 
is poured onto the solid medium. After a few weeks of 
culture, transformants can be obtained.

To improve G-AgarTrap for use with Tak-1 and Tak-2, 
we tested various Agrobacterium strains and pre-culture 
periods. First, we tested five Agrobacterium strains, 
GV2260, EHA101, EHA105, LBA4404, and MP90 
(Deblaere et al. 1985; Hood et al. 1986, 1993; Koncz and 
Schell 1986; Ooms et al. 1982; Tsuboyama et al. 2018), 
using gemmalings after 2 days of pre-culture. When Tak-
1 gemmalings were used, the median transformation 
efficiencies of GV2260, EHA101, EHA105, LBA4404, and 
MP90 were 16.1% (mean: 17.2%), 8.7% (mean: 9.5%), 
0.0% (mean: 0.9%), 8.3% (mean: 10.6%), and 54.2% 

Figure  1.  Transformation efficiency of G-AgarTrap using five 
Agrobacterium strains: GV2260, EHA101, EHA105, LBA4404, and 
MP90. (A) Transformation efficiency of AgarTrap using gemmalings 
from the male strain Tak-1. (B) Transformation efficiency of AgarTrap 
using gemmalings from the female strain Tak-2. (A, B) The experiments 
were performed using gemmalings subjected to 2 days of pre-culture 
and 2 days of co-culture in the dark in Parafilm-sealed Petri dishes. 
Different letters indicate a significant difference (Tukey’s Test; p<0.05).
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(mean: 57.5%), respectively (Figure 1A). When Tak-
2 gemmalings were used, the median transformation 
efficiencies of GV2260, EHA101, EHA105, LBA4404 
and MP90 were 26.9% (mean: 35.9%), 17.9% (mean: 
26.7%), 0.0% (mean: 0.0%), 0.0% (mean: 2.5%), and 
73.3% (mean: 74.0%), respectively (Figure 1B). Although 
EHA101 was the most efficient Agrobacterium strain 
for use with BC3-38 gemmalings (Tsuboyama et al. 
2018), MP90 was the most suitable strain for both Tak-
1 and Tak-2 gemmalings (Figure 1A, B). Indeed, for 
Arabidopsis thaliana, the most suitable Agrobacterium 
strains differ among ecotypes and/or tissues (Akama 
et al. 1992; Chateau et al. 2000). Similarly, the most 
suitable Agrobacterium strains might differ among M. 

polymorpha strains and/or tissues.
In our previous study with Tak-1 gemmalings 

cultured under continuous light, the experiments were 
performed using a 1-day pre-culture period, followed by 
3 days of co-culture with Agrobacterium strain GV2260 
(Tsuboyama-Tanaka and Kodama 2015). The median 
transformation efficiency of Tak-1 gemmalings was 
27.9% (mean: 31.3%) (Tsuboyama-Tanaka and Kodama 
2015). However, when co-cultivation is performed 
under dark conditions, a longer pre-culture period 
is likely needed because M. polymorpha tissues grow 
slowly during co-cultivation in the dark (Tsuboyama 
et al. 2018). To optimize the pre-culture period of Tak-
1 gemmalings in the present study, we tested the effects 
of pre-culture for 0–5 days, followed by co-cultivation 
with Agrobacterium strain MP90. When using Tak-1 
gemmalings, the median transformation efficiencies 
of gemmalings pre-cultured for 0, 1, 2, 3, 4, and 5 days 
were 0.0% (mean: 2.9%), 13.6% (mean: 14.1%), 36.4% 
(mean: 46.1%), 33.5% (mean: 35.7%), 55.0% (mean: 
52.9%), and 11.5% (mean: 11.8%), respectively (Figure 

Figure  2.  Effects of different pre-culture periods of Tak-1 gemmalings 
on transformation efficiency. (A) Transformation efficiency of Tak-1 
gemmalings pre-cultured for 0–5 days. The experiment was performed 
by co-culturing the gemmalings for 2 days with Agrobacterium strain 
MP90 in Parafilm-sealed Petri dishes in the dark. Different letters 
indicate a significant difference (Tukey–Kramer’s test; p<0.05). (B–E) 
Bright field (B, D) and fluorescence (C, E) microscopy images of Tak-1 
gemmalings at 18 days after pouring selection buffer. G-AgarTrap was 
performed by pre-culturing the gemmalings for 2 days, followed by 2 
days of co-culture with Agrobacterium strain MP90 in Parafilm-sealed 
Petri dishes in the dark. (C, E) Arrows indicate transformants.

Figure  3.  Effects of different pre-culture periods of Tak-2 gemmalings 
on transformation efficiency. (A) Transformation efficiency of Tak-2 
gemmalings pre-cultured for 0–5 days. The experiment was performed 
by co-culturing the gemmalings for 2 days with Agrobacterium strain 
MP90 in Parafilm-sealed Petri dishes in the dark. Different letters 
indicate a significant difference (Tukey–Kramer’s test; p<0.05). (B, 
C) Bright field (B) and fluorescence (C) microscopy images of Tak-2 
gemmalings at 15 days after pouring selection buffer. G-AgarTrap was 
performed by pre-culturing the gemmalings for 3 days, followed by 2 
days of co-culture with Agrobacterium strain MP90 in Parafilm sealed 
Petri dish in the dark. (C) Arrows indicate representative transformed 
cells.
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2A). Therefore, the most suitable pre-culture period was 
2–4 days (Figure 2A). Compared to the previous method 
(Tsuboyama-Tanaka and Kodama 2015), a longer pre-
culture period was needed because we performed co-
cultivation in the dark, as expected. At approximately 
2 weeks after pouring the selection buffer, Tak-1 
transformants were obtained (Figure 2B–E).

Similarly, when we tested the use of 0–5-day pre-
culture periods for Tak-2 gemmalings, the median 
transformation efficiencies of gemmalings pre-cultured 
for 0, 1, 2, 3, 4, and 5 days were 4.0% (mean: 5.1%), 
10.0% (mean: 12.5%), 70.0% (mean: 60.5%), 95.9% 
(mean: 95.3%), 98.7% (mean: 95.6%), and 95.8% 
(mean: 93.4%), respectively (Figure 3A). The highest 
transformation efficiency was nearly 100% at 3–5 days of 
pre-culture (Figure 3A). When using Tak-2 gemmalings, 
several transformed cells were often contained in a 
single gemmaling (Figure 3B, C). The highest median 
transformation efficiency using Tak-1 and Tak-2 was 
55.0% and 98.7%, respectively (Figures 2A, 3A). These 
results suggest that Tak-2 gemmalings are much more 
easily infected by Agrobacterium than Tak-1 gemmalings.

In this study, we succeeded in improving the 
transformation efficiency of G-AgarTrap using M. 
polymorpha model strain Tak-1 (55.0% in the present 
study and 27.9% in the previous study) (Tsuboyama-
Tanaka and Kodama 2015). Additionally, we developed 
the G-AgarTrap method for use with the Tak-2 strain and 
achieved a transformation efficiency of almost 100%. The 
highly efficient G-AgarTrap methods for M. polymorpha 
model strains Tak-1 and Tak-2 developed in this study 
should be useful for the research community of M. 
polymorpha.

Acknowledgements

The authors thank Dr. Takayuki Kohchi (Kyoto University) 
for providing the M. polymorpha strains, the binary vector 
pMpGWB103, and the Agrobacterium strain GV2260. The 
authors also thank Dr. Hiroshi Ezura (University of Tsukuba) 
and Dr. Satoko Nonaka (University of Tsukuba) for providing the 
Agrobacterium strains EHA101, EHA105, LBA4404, and MP90. 
This work was supported by the Japan Society for the Promotion 
of Science (JSPS) Research Fellowship for Young Scientist DC1 
(No. 15J09907 to S.T.), the Plant Transgenic Design Initiative of 
University of Tsukuba (Y.K.), and JSPS KAKENHI (No. 18H02455 
to Y.K.).

References

Akama K, Shiraishi H, Ohta S, Nakamura K, Okada K, Shimura 
Y (1992) Efficient transformation of Arabidopsis thaliana: 
Comparison of the efficiencies with various organs, plant 
ecotypes and Agrobacterium strains. Plant Cell Rep 12: 7–11

Barnes CR, Land WJG (1908) Bryological papers. II. The origin of 
the cupule of Marchantia. Bot Gaz 46: 401–409

Bowman JL (2016) A brief history of Marchantia from greece to 
genomics. Plant Cell Physiol 57: 210–229

Bowman JL, Araki T, Kohchi T (2016) Marchantia: Past, present 
and future. Plant Cell Physiol 57: 205–209

Bowman JL, Kohchi T, Yamato KT, Jenkins J, Shu S, Ishizaki K, 
Yamaoka S, Nishihama R, Nakamura Y, Berger F, et al. (2017) 
Insights into land plant evolution garnered from the Marchantia 
polymorpha genome. Cell 171: 287–304.

Chateau S, Sangwan RS, Sangwan-Norreel BS (2000) 
Competence of Arabidopsis thaliana genotypes and mutants 
for Agrobacterium tumefaciens-mediated gene transfer: Role of 
phytohormones. J Exp Bot 51: 1961–1968

Chiyoda S, Ishizaki K, Kataoka K, Yamato KT, Kohchi T (2008) 
Direct transformation of the liverwort Marchantia polymorpha L. 
by particle bombardment using immature thalli developing from 
spores. Plant Cell Rep 27: 1467–1473

Deblaere R, Bytebier B, De Greve H, Deboeck F, Schell J, Van 
Montagu M, Leemans J (1985) Efficient octopine Ti plasmid 
derived vectors for Agrobacterium-mediated gene transfer to 
plants. Nucleic Acids Res 13: 4777–4788

Gamborg OL, Miller RA, Ojima K (1968) Nutrient requirements 
of suspension cultures of soybean root cells. Exp Cell Res 50: 
151–158

Hood EE, Helmer GL, Fraley RT, Chilton MD (1986) The 
hypervirulence of Agrobacterium tumefaciens A281 is encoded 
in a region of pTiBo542 outside of T-DNA. J Bacteriol 168: 
1291–1301

Hood EE, Gelvin SB, Melchers LS, Hoekema A (1993) New 
Agrobacterium helper plasmids for gene transfer to plants. 
Transgenic Res 2: 208–218

Ishizaki K, Chiyoda S, Yamato KT, Kohchi T (2008) Agrobacterium-
mediated transformation of the haploid liverwort Marchantia 
polymorpha L., an emerging model for plant biology. Plant Cell 
Physiol 49: 1084–1091

Ishizaki K, Nishihama R, Ueda M, Inoue K, Ishida S, Nishimura 
Y, Shikanai T, Kohchi T (2015) Development of gateway binary 
vector series with four different selection markers for the 
liverwort Marchantia polymorpha. PLoS ONE 10: e0138876

Ishizaki K, Nishihama R, Yamato KT, Kohchi T (2016) Molecular 
genetic tools and techniques for Marchantia polymorpha 
research. Plant Cell Physiol 57: 262–270

Kato H, Kouno M, Takeda M, Suzuki H, Ishizaki K, Nishihama 
R, Kohchi T (2017) The roles of the sole activator-type auxin 
response factor in pattern formation of Marchantia polymorpha. 
Plant Cell Physiol 58: 1642–1651

Koncz C, Schell J (1986) The promoter of the TL-DNA gene 5 
controls the tissue-specific expression of chimaeric genes carried 
by a novel type of Agrobacterium binary vector. Mol Gen Genet 
204: 383–396

Kubota A, Ishizaki K, Hosaka M, Kohchi T (2013) Efficient 
Agrobacterium-mediated transformation of the liverwort 
Marchantia polymorpha using regenerating thalli. Biosci 
Biotechnol Biochem 77: 167–172

Nasu M, Tani K, Hattori C, Honda M, Shimaoka T, Yamaguchi 
N, Katoh K (1997) Efficient transformation of Marchantia 
polymorpha that is haploid and has a very small genome DNA. J 
Ferment Bioeng 84: 519–523

Ooms G, Regensburg-Tuink TJ, Hofker MH, Hoekema A, 
Hooykaas PJ, Schilperoort RA (1982) Studies on the structure 
of cointegrates between octopine and nopaline Ti-plasmids and 
their tumor-inducing properties. Plant Mol Biol 1: 265–276

Puttick MN, Morris JL, Williams TA, Cox CJ, Edwards D, Kenrick 
P, Pressel S, Wellman CH, Schneider H, Pisani D, et al. (2018) 
The interrelationships of land plants and the nature of the 

http://dx.doi.org/10.1007/BF00232413
http://dx.doi.org/10.1007/BF00232413
http://dx.doi.org/10.1007/BF00232413
http://dx.doi.org/10.1007/BF00232413
http://dx.doi.org/10.1086/329782
http://dx.doi.org/10.1086/329782
http://dx.doi.org/10.1093/pcp/pcv044
http://dx.doi.org/10.1093/pcp/pcv044
http://dx.doi.org/10.1093/pcp/pcw023
http://dx.doi.org/10.1093/pcp/pcw023
http://dx.doi.org/10.1016/j.cell.2017.09.030
http://dx.doi.org/10.1016/j.cell.2017.09.030
http://dx.doi.org/10.1016/j.cell.2017.09.030
http://dx.doi.org/10.1016/j.cell.2017.09.030
http://dx.doi.org/10.1093/jexbot/51.353.1961
http://dx.doi.org/10.1093/jexbot/51.353.1961
http://dx.doi.org/10.1093/jexbot/51.353.1961
http://dx.doi.org/10.1093/jexbot/51.353.1961
http://dx.doi.org/10.1007/s00299-008-0570-5
http://dx.doi.org/10.1007/s00299-008-0570-5
http://dx.doi.org/10.1007/s00299-008-0570-5
http://dx.doi.org/10.1007/s00299-008-0570-5
http://dx.doi.org/10.1093/nar/13.13.4777
http://dx.doi.org/10.1093/nar/13.13.4777
http://dx.doi.org/10.1093/nar/13.13.4777
http://dx.doi.org/10.1093/nar/13.13.4777
http://dx.doi.org/10.1016/0014-4827(68)90403-5
http://dx.doi.org/10.1016/0014-4827(68)90403-5
http://dx.doi.org/10.1016/0014-4827(68)90403-5
http://dx.doi.org/10.1128/jb.168.3.1291-1301.1986
http://dx.doi.org/10.1128/jb.168.3.1291-1301.1986
http://dx.doi.org/10.1128/jb.168.3.1291-1301.1986
http://dx.doi.org/10.1128/jb.168.3.1291-1301.1986
http://dx.doi.org/10.1007/BF01977351
http://dx.doi.org/10.1007/BF01977351
http://dx.doi.org/10.1007/BF01977351
http://dx.doi.org/10.1093/pcp/pcn085
http://dx.doi.org/10.1093/pcp/pcn085
http://dx.doi.org/10.1093/pcp/pcn085
http://dx.doi.org/10.1093/pcp/pcn085
http://dx.doi.org/10.1371/journal.pone.0138876
http://dx.doi.org/10.1371/journal.pone.0138876
http://dx.doi.org/10.1371/journal.pone.0138876
http://dx.doi.org/10.1371/journal.pone.0138876
http://dx.doi.org/10.1093/pcp/pcv097
http://dx.doi.org/10.1093/pcp/pcv097
http://dx.doi.org/10.1093/pcp/pcv097
http://dx.doi.org/10.1093/pcp/pcx095
http://dx.doi.org/10.1093/pcp/pcx095
http://dx.doi.org/10.1093/pcp/pcx095
http://dx.doi.org/10.1093/pcp/pcx095
http://dx.doi.org/10.1007/BF00331014
http://dx.doi.org/10.1007/BF00331014
http://dx.doi.org/10.1007/BF00331014
http://dx.doi.org/10.1007/BF00331014
http://dx.doi.org/10.1271/bbb.120700
http://dx.doi.org/10.1271/bbb.120700
http://dx.doi.org/10.1271/bbb.120700
http://dx.doi.org/10.1271/bbb.120700
http://dx.doi.org/10.1016/S0922-338X(97)81904-6
http://dx.doi.org/10.1016/S0922-338X(97)81904-6
http://dx.doi.org/10.1016/S0922-338X(97)81904-6
http://dx.doi.org/10.1016/S0922-338X(97)81904-6
http://dx.doi.org/10.1007/BF00027558
http://dx.doi.org/10.1007/BF00027558
http://dx.doi.org/10.1007/BF00027558
http://dx.doi.org/10.1007/BF00027558
http://dx.doi.org/10.1016/j.cub.2018.01.063
http://dx.doi.org/10.1016/j.cub.2018.01.063
http://dx.doi.org/10.1016/j.cub.2018.01.063


		  S. Tsuboyama and Y. Kodama	 403

Copyright © 2018 The Japanese Society for Plant Cell and Molecular Biology

ancestral embryophyte. Curr Biol 28: 733–745
Qiu YL, Li L, Wang B, Chen Z, Knoop V, Groth-Malonek M, 

Dombrovska O, Lee J, Kent L, Rest J, et al. (2006) The deepest 
divergences in land plants inferred from phylogenomic evidence. 
Proc Natl Acad Sci USA 103: 15511–15516

Shimamura M (2016) Marchantia polymorpha: Taxonomy, 
phylogeny and morphology of a model system. Plant Cell Physiol 
57: 230–256

Takenaka M, Yamaoka S, Hanajiri T, Shimizu-Ueda Y, Yamato KT, 
Fukuzawa H, Ohyama K (2000) Direct transformation and plant 
regeneration of the haploid liverwort Marchantia polymorpha L. 
Transgenic Res 9: 179–185

Tsuboyama S, Kodama Y (2014) AgarTrap: A simplified 
Agrobacterium-mediated transformation method for sporelings 
of the liverwort Marchantia polymorpha L. Plant Cell Physiol 55: 
229–236

Tsuboyama S, Kodama Y (2018) AgarTrap protocols on your 
benchtop: Simple methods for Agrobacterium-mediated genetic 

transformation of the liverwort Marchantia polymorpha. Plant 
Biotechnol 35: 93–99

Tsuboyama S, Nonaka S, Ezura H, Kodama Y (2018) Improved 
G-AgarTrap: A highly efficient transformation method for intact 
gemmalings of the liverwort Marchantia polymorpha. Sci Rep 8: 
10800

Tsuboyama-Tanaka S, Kodama Y (2015) AgarTrap-mediated 
genetic transformation using intact gemmae/gemmalings of the 
liverwort Marchantia polymorpha L. J Plant Res 128: 337–344

Tsuboyama-Tanaka S, Nonaka S, Kodama Y (2015) A highly 
efficient AgarTrap method for genetic transformation of mature 
thalli of the liverwort Marchantia polymorpha L. Plant Biotechnol 
32: 333–336

Wickett NJ, Mirarab S, Nguyen N, Warnow T, Carpenter E, Matasci 
N, Ayyampalayam S, Barker MS, Burleigh JG, Gitzendanner 
MA, et al. (2014) Phylotranscriptomic analysis of the origin and 
early diversification of land plants. Proc Natl Acad Sci USA 111: 
E4859–E4868

http://dx.doi.org/10.1016/j.cub.2018.01.063
http://dx.doi.org/10.1073/pnas.0603335103
http://dx.doi.org/10.1073/pnas.0603335103
http://dx.doi.org/10.1073/pnas.0603335103
http://dx.doi.org/10.1073/pnas.0603335103
http://dx.doi.org/10.1093/pcp/pcv192
http://dx.doi.org/10.1093/pcp/pcv192
http://dx.doi.org/10.1093/pcp/pcv192
http://dx.doi.org/10.1023/A:1008963410465
http://dx.doi.org/10.1023/A:1008963410465
http://dx.doi.org/10.1023/A:1008963410465
http://dx.doi.org/10.1023/A:1008963410465
http://dx.doi.org/10.1093/pcp/pct168
http://dx.doi.org/10.1093/pcp/pct168
http://dx.doi.org/10.1093/pcp/pct168
http://dx.doi.org/10.1093/pcp/pct168
http://dx.doi.org/10.5511/plantbiotechnology.18.0312b
http://dx.doi.org/10.5511/plantbiotechnology.18.0312b
http://dx.doi.org/10.5511/plantbiotechnology.18.0312b
http://dx.doi.org/10.5511/plantbiotechnology.18.0312b
http://dx.doi.org/10.1038/s41598-018-28947-0
http://dx.doi.org/10.1038/s41598-018-28947-0
http://dx.doi.org/10.1038/s41598-018-28947-0
http://dx.doi.org/10.1038/s41598-018-28947-0
http://dx.doi.org/10.1007/s10265-014-0695-2
http://dx.doi.org/10.1007/s10265-014-0695-2
http://dx.doi.org/10.1007/s10265-014-0695-2
http://dx.doi.org/10.5511/plantbiotechnology.15.0813a
http://dx.doi.org/10.5511/plantbiotechnology.15.0813a
http://dx.doi.org/10.5511/plantbiotechnology.15.0813a
http://dx.doi.org/10.5511/plantbiotechnology.15.0813a
http://dx.doi.org/10.1073/pnas.1323926111
http://dx.doi.org/10.1073/pnas.1323926111
http://dx.doi.org/10.1073/pnas.1323926111
http://dx.doi.org/10.1073/pnas.1323926111
http://dx.doi.org/10.1073/pnas.1323926111

